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Scientists from the North Eastern Hill University have created a database of worms, 
the first of its kind that can help in   understanding the diseases that these worms can 
cause. In an interview with Devendra Kumar Biswal the lead author   tells about the 
need of such a database, how it can help and more. 

 

Why did you think on creating such a database? 

Prof. Veena Tandon (corresponding author), Dr. Biswal (first author) and their team 
successfully carried out research works (using a range of approaches from empirical 
experiments to modern genomic technologies) on the severely understudied and 
neglected group of organisms, some of which emerge as causative agents of diseases 
in humans, especially in the north-eastern part of the Indian Sub-continent. There is 
even little data or no data available on the World Wide Web relative to other host-
parasite systems.  

 



This database is the outcome in toto of the projects sanctioned by Department of 
Information Technology (DIT), and Department of Biotechnology (DBT), 
Government of India (GOI) to Dr. Tandon. It was probably for the first time that DIT 
sponsored a Life Sciences research project with an in-silico approach. It aimed at 
characterizing the parasite biodiversity specific to the region by capturing the various 
helminth parasite life forms with a focus on primary data analysis as well as the 
parasite data available in public domains. The outcome of the project is a collated 
compendium of enriched knowledge-base on exotic parasite biology and its impact on 
human wellbeing and society, especially in Northeast India. This, in turn, has enabled 
the stakeholders and policy makers to introspect on the need for social upliftment in 
rural areas of Northeast India. 

 

What all are there in this database? How will the database help scientists and policy 
makers? 

In the present database there is a focus on characterization of parasite biodiversity in 
mammalian livestock and other food animals in Northeast India by integration of 
comparative genomics and molecular systematic that encompass parasite primary 
specimens, host information, and spatial and temporal data. These are archived and 
housed in the proposed project with results of analyses, diagnostic capacity, images, 
etc., with synoptic summaries for parasite and host associations. 

Students with life sciences background now face the challenge of analyzing high-
throughput data. The present database captures the taxonomic hierarchy of helminth 
parasites, their habitat and biology along with diagnostic molecular markers feature 
information. GenoGenome wide data pose relevant questions for representing large-
scale data sets and bioinformatics ways to analyze these data. This will aid in 
innovative ways of bioinformatics applications and develop analytical approaches to 
extract biological information from large data sets. Biology students would derive the 



requisite impetus for exploring large-scale data and ways and means for analyzing 
them through integrative bioinformatics applications. Our database of helminth 
parasites via informative tutorials provides just such a setting. 

There are a lot of data pertaining to helminth parasites, which have been documented 
in NEIHPID. Though there are some exotic helminth parasites that are regional or 
endemic to Northeast India but most of them are of global importance especially for 
the faunal overlap because faunal entities overlap with similar fauna of neighboring 
countries of Asia, South Asia and South East Asia and other parts of the world. 

We hope our database would alert other researchers working on helminth parasites 
and would enhance the scope of comparing other isolates or a particular helminth 
parasite species. 

Is it a first of its kind 

Yes, the database is first of its kind on helminth parasites having taxonomic, 
molecular and next generation sequencing data information 
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